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<!--StartFragment-->RESULT 4 
US - 1 0-55 5 -073 -33 

Sequence 33, Application US/10555073 

GENERAL INFORMATION: 
APPLICANT: BC CANCER AGENCY 

TITLE OF INVENTION: SARS VIRUS NUCLEOTIDE AND AMINO ACID SEQUENCES AND USES THEREOF 
FILE REFERENCE: 82 93 G - 7 

CURRENT APPLICATION NUMBER : US/10/5 55 , 073 
CURRENT FILING DATE: 2005-10-28 
NUMBER OF SEQ ID NOS : 20 6 
SOFTWARE: Patentln version 3.3 
SEQ ID NO 3 3 

LENGTH : 125 5 

TYPE: PRT 

ORGANISM: Severe acute respiratory syndrome virus 

US- 10-555 -073 -33 



Query Match 100 . 0%; 

Best Local Similarity 100.0%; 
Matches 1255; Conservative C 



Score 6632; DB 35; Length 1255; 
Pred. No. 0; 

; Mismatches 0; Indels 0; 
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